The SpD strain WX21 shows many regions that could not be assigned confidently to SpB (inner red ring) or SpC* (outer purple ring) introgression (blank regions, middle circle), which stands in contrast to the other 12 SpD strains ( Figure 3A) . We confirmed the presence of mapped sequence data (inner circle, coverage data corresponds to the average coverage from 1 kb windows) throughout the genome and could show that the non-defined regions (in white) correspond to peaks of heterozygosity (outer rings; counts of heterozygous sites were calculated per 1kb window). 
